Highlights:

1. PCR-based single strand conformation polymorphism reveals limited polymorphism among Trypanozoon species.
2. Sequences of ITS and 28S rDNA support the notion that T. evansi and T. equiperdum should be subspecies of T. brucei.

3. Haplotype networks indicate two major subpopulations in Chinese Trypanosoma evansi.

